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Human CTL clone #2-28 recognizes MAGE-A4 epitope peptide!
in a highly antigen-specific manner  	

Peptide conc. (nM)	

MAGE-A4143-151 epitope peptide	

NYKRCFPVI	
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Phase I trial of adoptive transfer of lymphocytes transduced with !
MAGE-A4-specific TCR gene for patients with esophageal cancer 	
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100〜1000 times more T cells compared to most vaccine therapy	
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